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Genetic diversity analysis of laboratory domestic ferret microsatellite DNA
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[ Abstract]  Objective To screen and optimize microsatellite primers of the laboratory domestic ferret and analyze
its population genetic diversity. Methods A total of 30 domestic ferrets were randomly chosen and their genomic DNA was
extracted from blood using Easy Pure Blood Genomic DNA Kit; subsequently, microsatellite DNA was amplified by
standard polymerase chain reaction. The products of amplification were tested by STR scanning after 2% agarose gel and
6% PAGE electrophoresis. Data processing and genetic analysis were completed using Popgene 1. 32 software. Results A
total of 21 pairs of microsatellite loci showed genetic polymorphism and 49 alleles were detected. The number of alleles was
1 -4, with an average of 2. 3. The average observed heterozygosity was 0. 3216, the average expected heterozygosity was
0.3394, the average Xianglong index was 1. 0768, and polymorphic information was 0. 5485. Conclusions We analyzed
21 pairs of microsatellite primers for laboratory domestic ferret, PCR amplification steady, microsatellite primers were
shown as polymorphism and in the expected value range, and there was no significant deviation from Hardy-Weinberg
equilibrium.
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Figure.1 2% agarose electrophoresis for PCR amplification of 21 microsatellite markers
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Figure.2 6% PAGE electrophoresis for PCR amplification of 21 microsatellite markers
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Figure.3 Scanning maps for ferret microsatellite markers
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Table. 1 Information on domestic ferret microsatellite DNA markers

pid PR TR 5197551 GenBank %52
Locus o PCRproductsize Repeatmotif Primersequence (5° —37) GenBankAccession No.
W mowwom DOTEREROGT e
Mo WX MO OBOOT e eeTereAce 9576
o TR oo . CCOTACACACCTGOCTCAAC o573
amw  TORE TS G AAGOATETG 9579
A L . CROCCATCTTTECACTOCT a9t
oz P e (oD R T CCTIOCCAACAACTAGOA o331
IR L -
R R i
M . . R
S

M > . AGTCG SATGAG > M

pawe MmO e secacaater 957
O
e T IeeCrosOnn e eTuCATLA 955
Bivi[;l;; TRMRA 126 - 144 (TC)5(TCH17 Rk; llclccgg[lifé(l;%l&%lcclflléc JX469591
A
o P e mror T PIICCATCACE 993

Mpu HEX 132 — 160 (GATA)9 F: TTTGGGTTCCACAGTAGGTG 1X469596

D231w?

R: ATGCTCTCAATCCATGCTCA
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Table.2 The detected information on 21 microsatellite loci in laboratory domestic ferret

FF5 (A SRR ARCECIEREC WA A E WG ZHER A AT P E
No. Locus Na Ne Ho He PIC Hardy-Weinberg

1 MpuAdw' 2 1.3043 0.2333 0.2096 0. 6100 1. 000
2 MpuA10w* 2 1.3043 0.2333 0.2096 0. 5948 1. 000
3 MpuA121w’ 2 1. 6667 0. 4000 0. 4520 0. 6020 0. 6818
4 MpuA 129w’ 2 1. 4286 0. 3000 0. 4944 0.5735 0. 0206
5 MpuA212w! 2 1.0714 0. 0667 0. 0655 0.5424 1. 000
6 MpuA223w* 3 1. 5789 0. 3667 0. 4367 0.5778 0. 4231
7 MpuA229w* 1 1..0000 0. 0000 0. 0000 0. 0000 No
8 MpuA231w® 1 1. 0000 0. 0000 0. 0000 0. 0000 No
9 MpuBlw* 2 1. 5789 0. 3667 0.4130 0. 5643 0. 6579
10 MpuB6w? 2 2.7273 0.6333 0.2096 0. 5802 0.0519
11 MpuB9w’ 2 1. 5789 0. 3667 0. 4627 0.5628 0.2171
12 MpuB12w? 3 1.0714 0. 0667 0. 4288 0. 5568 0.0015
13 MpuB112w° 3 3.7500 0.7333 0. 1876 0.5387 0.2274
14 MpuB202w* 4 1. 5000 0.3333 0. 6345 0.5472 0. 6324
15 MpuB209w? 2 1.7647 0.4333 0.3638 0. 4876 0. 0647
16 MpuB217w? 4 2. 0000 0. 5000 0. 5746 0. 3862 1. 000
17 MpuCdw’ 3 2.5000 0. 6000 0. 4944 0.5737 0.5182
18 MpuC102w? 3 1. 0000 0. 0000 0. 6424 0. 0000 No
19 MpuD207w? 1 2.1429 0.5333 0. 0000 0. 4959 1. 000
20 MpuD209w* 3 2. 0000 0. 5000 0.5520 0. 5684 0. 6739
21 MpuD231w? 2 1.0714 0. 0667 0. 4401 0.5104 1. 000

YI{E Value 2 1. 6686 0. 3206 0.3394 0. 5485 0. 5650

Hardy-Weinberg(HWE ) i@ g f (e —-8F ‘
2% 3k

RTCRRAR AARE AT RENL A BE A 2848 A 5t
TREAR G OL T BEAAR P — 07 L 1) 55 PR AU 3
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A, HWE K36 P 1 >0.05 B, 278107 S AEREAR
HAb T HWE 7,24 0. 01 < P <0. 05 i}, R B 3
fE HWE Ffif, A 3C HWE #5%F¥ P EH
0. 5650, KHIFETSARBE R LAY 21 A6 TP A FRIC
4bF Hardy-Weinberg it & AR A

FRATAE 0] P o A 2 SR B P A e ol i 30 A8
ISR T A A, s Gl e b A
B atE & A e Rk IEE 2,
AR PCR P85 T LI H (UL 1 ~2) , ik
R 21 M T E AR IC, AR B 5 B & i,
REAZH I 1l S 5 5 B AR A 1R 8] 1) 35 A% 22 MR
STR F3 FIERA: 43 B 435 SR 447 58 7% S5 o R DR B8 A e
TSR BN 5] BRI 2 5 B Jast i —
AR, LR Z A B & (PIC) &b F
B JE 2SR T LR T SRR s £
Fetk, E46, Hardy-Weinberg £ 56 P M ESE T35
SHREIARAL F st AL AR A X 2L 3 M &5 SR 3 S
T BRI ALEE R G BOR , B A B IR S
SAREUR A BB R 35t A6 I 7 32 B b v 1t 7 4 43t
TR TR
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