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[ Abstract] Objective To establish the sperm specific Sleeping Beauty (SB) transposase-expression transgenic
mouse for the study of the genetic modification mediated by transposon system in mouse. Methods  Prml promoter was
cloned from mouse genomic DNA to drive the expression of SB transposase. The transgenic mice were generated by
microinjection. The gene type of transgenic line was identified by PCR. The expressing level in testis was determined by
western blot and immunohistochemistry (THC) staining. Results  Five lines of transposase transgenic mice were obtained
by microinjection and three can be germline. One mouse line with higher expression level of transposase in the testis was
obtained. Conclusion  One transgenic mouse model with Sleeping Beauty transposase - expression was successfully
established. This model will greatly contribute to the research of genetic modification mediated by transposon in mouse
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Note; M: DNA molecular weight marker DL15000 ; a, Lane 1: Prml promoter sequence was coloned from mouse genomic DNA using primer Prml-S
and Prm1-AS (801 bp); Lane 2: DNA fragment recovered from pCDNA 3.1 ( + ) which digested with restriction endonuclease Mlu 1 and Xho 1
(4671 bp) ; Lane 3. SBase gene fragment recovered from pCDNA3. 1( + )-SBase using Nhe I and Xho 1 (1022 bp) ; Lane 4; Prml-SBase plasmid
was digested using Mlu I and Xho I (4671 bp, 985 bp, 842 bp) ; Lane 5: Prml-SBase plasmid was digested with Mlu I and Nhe I. b, Schematic of

Prm1-SBase plasmid. ¢, The linearized SBase expression plasmid; Prm1-SBase plasmid was linearized using Pvu I and prepared for microinjection.

d, Transgenic mice produced from pronuclei microinjection. Lane 4, 7, 8, 12, 15 are transgenic positive mouse representing the #1 , #4, #5, #9, #

12; Lane 5, 6, 9, 10, 11, 13, 14, 16, 17, 18 are negative.

Fig.1 The manufacture of SBase transgenic mouse
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Fig.2 Western blot analysis of SB transpoase expression level in testis of transgenic mice
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