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[ Abstract] Objective To explore the relationship between gene expression of Cricetulus barabensis TYR gene
family and Cricetulus barabensis coat color. Methods  The relative expression quantity of TYR, TYRP1 in Cricetulus
barabensis of different colors was analyzed by using real time quantitative PCR in this research. Results The relative
expression quantity of TYR, TYRP1 in Cricetulus barabensis respectively were 2.5, 5.3 times than that in the Albino
mutant, all results were corrected by the household gene. Conclusion  The findings indicated that gene expression level
of TYR gene family in Cricetulus barabensis were higher than that in the Albino mutant, and the gene expression level of
TYR gene family were related with phenotype of Cricetulus barabensis coat color.
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Fig. 1 PCR amplification plots for TYR \TYRP1 B-actin
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Note: A. PCR amplification plots for TYR;B. PCR amplification plots for TYRP1;C. PCR amplification plots for B-actin
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Fig. 2 Dissociation curve for TYR TYRP1  B-actin gene
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Note: A. Dissociation curve for TYR gene;B. Dissociation curve for TYRP1 gene;C. Dissociation curve for B-actin gene
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Fig. 3 Relative quantification results of TYR TYRPI gene
T AL TYR &R A AR XS G B 45 2R 5 B. TYRPL J [R] ft 3 i i 2 A ok 5 e 45 2R

Note:A. Relative quantification results of TYR gene;B. Relative quantification results of TYRPI gene
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