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[ Abstract)

related gene expression, and investigate the possible mechanism through which microRNA-30a regulates myocardial autophagy

Objective To study the influence of acute exercise on rat myocardial microRNA-30a and autophagy-

during different recovery periods after exercise. Methods SD rats were randomly divided into a control group (Con), a0 h
after exercise group (EO), a 3 h after exercise group (E3), and a 12 h after exercise group (E12). Real-time fluorescence
quantitative polymerase chain reaction was used to detect the expression of ACE mRNA, microRNA-30a, Beclin-1 mRNA,
and LC3 mRNA in the left ventricular myocardium. Results =~ Compared with the control group, in the EO group, ACE mRNA
and microRNA-30a gene expression in the left ventricular muscle was significantly increased (P<0.05), and Beclin-1 mRNA
and L.C3 mRNA expression also significantly increased (P<0.05). This was recovered to resting state approximately 3 h after
exercise. Conclusions Acute exercise can significantly improve myocardial ACE mRNA, microRNA-30a, Beclin-1 mRNA
and LC3 mRNA expression. This transient increase may be caused by exercise-induced stress.
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Table 1 Primer and internal reference sequences

EIE/EA JFHI(5”—37)
Primer name Sequences
Acef CCATATGCCGACCAAAGCAT
Acer TTTCGTTGTCGGTCCATTCA
Beclin-1f CCCACTGTGTGAGGAATGCA
Beclin-1r GTCGCCCTCATTCATTTGCT
Le3f TGCCGTCCGAGAAGACCTT
Le3r GATGAGCCGGACATCTTCCA
GAPDHr ACTCCCACTCTTCCACCTTC
GAPDHf TCTTGCTCAGTGTCCTTGC
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