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Effect of miR-126 on proliferation and apoptosis in colon cancer cells
via targeting regulation of SOX2 expression
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[ Abstract]  Objective To explore the effect of miR-126 on proliferation and apoptosis in colon cancer cells via
targeting regulation of SOX2 expression. Methods miR-126 mimics and miR-126 NC were transfected into SW480 cells
by liposome Lipofectamine™2000. The expression of miR-126 was detected by RT-PCR. Cell viability was determined by
MTT staining. Cell apoptosis and cell cycle were detected by flow cytometry. The expression of SOX2 protein and mRNA
was measured by western blot and RT-PCR. Luciferase reporter analysis was performed. Results Compared with miR-126
NC, the expression of miR-126 was upregulated (P < 0.01), cell viability was reduced (P < 0.01), early cell apoptosis
rate and late apoptosis rate were increased (P < 0.01), cell cycle was arrested at Gl phase (P < 0.01), meanwhile,
miR-126 mimics targeted downregulation of the expression of SOX2 protein and mRNA (P < 0.01). Conclusions miR-
126 mimics can inhibit SW480 cell proliferation and induce cell apoptosis by targeting downregulation of expression
of SOX2.

[ Key words] miR-126; colon cancer cell SW480; proliferation; apoptosis;SOX2

[E&THE kR ORI 2015 B E L% H (1521104D) ,
[MEERIN ] EEE(1982—) , Lo, W58 4k, IR EEIW , BF5E 7 1) < S s (4 JE At S5 16 R SE . E-mail: mengwei8211@ 126. cm



94 i AR BE 224 2018 4E 4 F 45 28 #5454 ] Chin J Comp Med, April 2018, Vol. 28. No. 4

S i 2 — T E UL 1 b T P R | I AR Ok
AT I G A IR B ARk Kt 1% R (5%
i), 45 R ) s R A BT Y g R B A
Jo s (0 A e PR 45 9 2 DXL P B8 0 98 32 PR A O i
YA KD, miRNA & — 2 /N5 7 1 R 4 15
RNA, iBs45 & T AL ) mRNA 3° UTR X1, 2
SAMa I sE ik ST miRNA 78
Hpl ok R miRNA ™ 8035 “ P9 miRNA” , #F 1fif
Z 5 kKRR miR-126 7EliE i
ShRadie FUNRIE R SR S 2 Fos AL U IRk,
BN R — R miRNA , {H 75455 9 & A R
R A EAHL R R AT 8 Rl SoX2 22—
ol v JEE ST 1) BE 008 A4 4 S i T 400 e 2 i ) A B i
B, B W52 £ B SOX2 Al REJE: miR-126 f% F JiF
FEH O R A SR AT miR-126 S 15 A A5
o I ] i SOX2 2k B W 2 P R 4 A 1Y) 3 B S
I

1 ##FF=E

1.1 ZRfatk

419 SW480 I T rh EIR 2= Be 4 i 2, B
%% TCHul72,
1.2 FEKFESNZH

miR-126 mimics F1 miR-126 NC ¥4 T - ¥ 7
HAEYEARG IR bt A SOX2 K GAPDH £ 3¢
REHUARI MG F 3 E Abcam A &l G 4+ L1 , DMEM
FEFEIEI W T 25 [ Hyclone 23 7] ; BCA 25 1 & 2
R, MTT Y06 F g s BLIE AR P 4 R A FRA A
Trizol . RNA $2HUA50 £ | Lipofectamine 3000 g5t
A, —2 1k miRNA S SRR &3 Tk i 52 Ak A
Y ARA B W] B4 FORE pGL-3 SOX2 3 UTR-Wit
K pGL-3 SOX2 3’ UTR-Mut I F 1 ML 1A 4 R
AR,

DYCZ-40D % EI A kAL T b 5078 — XA
J”; Mini-PROTEAN # 1658000 /) % 3 £ Hi, 3k 1%,
GelDoc 2000 HEWE AR R S T35 11 4Rk 22 | ; MK3
RIREFRAYL , FACSCanto 1T %137 2 41 i A 341 W F 55 [
BD /3 F]
1.3 EWAHE
1.3.1 miRNA fyf5 g

24 SW480 Al il %5 BE ik B 50% B, Al H
Lipofectamine™ 3000 fi§ it /4 K miR-126 mimics I
miR-126 NC #4% 5] SW480 41 i JFT 6 h J5Huik ,

k23557 48 h, RT-PCR LA 20 A 1 miR-126 A%
ik,
1.3.2  RT-PCR LA AAHEH miR-126 ik

HRAE Trizol 12050 £ $2 HCAH L P B4 RNA , Ff Al
AL RNA BYZERE  H2 45 M8 52 i 51050 80K RNA i
RS AL cDNA 335 5% 53 7= ) A SRR M E I rL vk . I
DMARZR :Rnase 9.5 L, Bt 1 wL, LS9 1 pl,
TSI 1 pL, UltraSYBR Mixture 12.5 plL, )
TR AR 7. 95°C , 5 ming 28 1. 959,20 s; 1B k.
50°C ,30 s; ZEf#1.72°C ,30 s, BIYFFN T . miR-
126 F3i#51#): 5'-GCUCGUACCGUGAGUA AU-3',
T W51 9. 5'-CAGTGCAGGGTCCGAGGT-3", SOX2
519, 5'-GCTACAAGACAACACCCTGAT-3", F
W59 . 5'-CAATCTCCTAAGCCACGAG-3', GAPDH ;
519 5'-TCAACGACCACTTTGTCAAGCTCA-3",
FHE514:5'-GCTGGTG GTCCAGGGGTCTTACT-3',
1.3.3  MTT yEH 00 4 a6 7

5 x 10° 4~ SW480 4l i $ F 5] 96 L AR I £5
F224 h 4741, 3. 27 AT YL 48 h 5 A 20 pL £
WHEN 5 mg/mL [ MTT 9 F 4 h )5, 7% B,
RSN 150 L. —HFEH, 5235 10 min, 7E B bR
X 570 nm AbIIESEAE
1.3.4  Annexin V-FITC/PI 35 20 i 7 =175 50

¥ 8 x 10° 4~ SW480 4l #%Fh 5 6 FLAR, i %
24 h J5 4% 1. 3. 2" HEATRE Y 48 h )T BRAHICEE 1 x
10°/mL /N4, BN A S5 & S8 iR A TIR 21 5, 4R
WHIA 5 pL B Annexin V-FITC J PI, kST iR
A1 TR IREEDEIEE 10 min, T 1 h W7EF A4
A AT AR T AT
1.3.5 G At B ARG 0 248 e i) )

8 x 10° 4~ SW480 4l il 4 ] 6 FLAK , K 7%
24 h 5, 4% 3. 27 TR Y 48 h S BRAUE 1 x
10°/mL N4, il A RNase WATIRA) G TR T
B 1 h, HIA PSR TEIR T E 30 min, £
Y AL 1 2R T 40 S o #r
1.3.6 Western blot A ZH il SOX2 ik

1 8 x 107 A4~ SW480 ZHMu sz 2] 6 fLAR , 1557
24 h )5, He1. 3. 27 56 YL 48 h J5 , WOAE AN i - i
B8 FIE oSS S L, I BCA U S
BT AW 10 min 28V | #VE R 45 e K
OB, iR /KE 30 min, 30 ng BEM RS AT
TSR R AN B A LUK, PVDF SR IR, 2% 1)
BSA El NMIEE 1 h, —PU W (% SOX2 & GAPDH



P AR A4 R 2018 4 4 A5 28 %5 4 ] Chin J Comp Med, April 2018, Vol. 28. No. 4 95

LD AR, FRBEE N 1:100)4°C R E 5 2 K
AT , TP E 1 ~2 h, B NUR
ARG rPE,
1.3.7  FOCRMHR A HE RN R IA 7 Hr

¥ miR-126 mimics + pGL-3 SOX2 3’ UTR-Wt,
miR-126 NC + pGL-3 SOX2 3’ UTR-Wt, miR-126
mimics + pGL-3 SOX2 3’ UTR-Mut, miR-126 NC +
pGL-3 SOX2 3’ UTR-Mut VU £H & 25 #% 1A 5% 4 5]
SW480 41, >R AU N 3= il 22 G o U g0k 1%k . 3
AT AHXT FEGAE = 3k BB R MO/
BRI
1.4 SitEFRZE

K SPSS 17. 0 Ge it 844 43 A B, 55 55 %5 4
ISP+ FRifE2E (x5 ) Fon R ¢ BB 2o
H2Z R 22 50, LA P < 0.05 2554 B 51k,

2 FR

2.1 miR-126 mimics ¥ 3 R A4

miR-126 mimics A1 miR-126 NC %4 J% SW480 4fi
M2 48 h J5, 5 miR-126 NC 2H (0. 14 =0.01) %%,
miR-126 mimics 21 (0. 92 +0. 08) /' miR-126 F ik
BE (P <0.01),

miR-126 NC miR-126 NC

B 1 miR-126 mimics %% YL20H AR
Fig.1 Transfection effects of miR-126 mimics
2.2 miR-126 mimics X SW480 4 i iE 771 I3
miR-126 mimics Fl miR-126 NC % % SW480 4
Jiti 24 48 72 h J5, 5 miR-126 NC £H %%, miR-126
mimics ZH LIS 1B WAL (P < 0.01)

—e— miR-126 NC

1.0+ . L
—a— miR-126 mimics
0.8+
o 0.6
55
oA 044 . *%
o —_ I ﬁ";*
0.24
00 T T ) T
24 48 72 96
I 1R (h)
Time

5 miR-126 NC lL#, “P < 0.01,
2 miR-126 mimics Xt SW480 43T 1 (15
Note. Compared with miR-126 NC, *P < 0.01.
Fig.2 Effect of miR-126 mimics on SW480 cell viability
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Fig.3 Effect of miR-126 mimics on SW480 cell apoptosis
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Fig.5 Reporter gene analysis
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Fig.6 Effect of miR-126 mimics on the expression of SOX2 in SW480 cells
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