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[ Abstract)

of gut microbiota that can affect the severity of liver disease progression. This review summarizes the research on the

Alcoholic liver diseases are closely related to gut microbiota. Alcoholic liver diseases can cause dysbiosis

relationship and mechanism of gut microbiota and alcoholic liver diseases. Research of gut microbes, such as probiotics,
prebiotics, synbiotics, postbiotics, and bacteriophages, and related products may improve or cure liver diseases.
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