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[ Abstract]  Drosophila melanogaster has been widely used in biology, medicine, and other fields as an ideal model
organism. In the era of the international integration network, a large amount of experimental data and information is
emerging. At present, some well-known fly websites and stock resource centers provide information on the Internet, which
make the accessibility of scientific research information and fly stock resources more convenient. In this paper, we review

the commonly used Drosophila websites and provide reference information for the Drosophila researchers in China.
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BT =F I SR R PR RN S P A A G AR R oAb,
3 [E A7 5 B SR W Fh 25 50 ( Bloomington Drosophila
Stocks Center, BDSC ) . H 7% 3 i 5 1% %% I .0
( Drosophila Genetics Resource Center, DGRC) F15. i
FIZE 40 RNAL SR8 .0 ( Vienna Drosophila RNAi
Center, VDRC) %57 i W WF 5% 5 #2431 7 b {5 B 22
AN RGP ARAT 1) R B, IR 1, A3
AL H ] B SR 7 2 A 28 B 05 00l /— S 5 A 4

1 FlyBase

FlyBase S A gL R0 5 5. 00 255 8
FlyBase B T 1992 4, ph 5% [ 5 il R | ESHS 2298
DRI [ S AT R 27 10 SR BT 50 3 AL AR
BT EANGES T s T ORISR A 4

AR B IR AT AR OGSOk v i R A5 R, AT B2 1
T AU FEFE R R (gene annotation) | 55 v ik PR 58 AR A
(mutant alleles ) J 3¢ 7Y ( phenotypes ) | 4 iy 2= K]
( cytological maps ) . JE 2 fi# & 2% Kl ( anatomical
images ) | %k [A 75 i@ £ K I8 B4 ( high-throughput
expression data ) | JE K 72 ¥ IJ i ( gene product
function ) 1% 2& YA SCFE (literatures ) 255 B o
FlyBase 32 %2 4 {1t pO i {5 & % % 05 =0, B
Precomputed Files, BLAST . Gbrowse FlI Gene Report
Pages, Precomputed Files Fl Gbrowse F 3 K 4 43
Br A5 B AL B BE I 4 2, BLAST il Gene
Report Pages H 7 3L sl 85 1 19 EL BRI SE R 3
FFE R, A1, FlyBase S #2438 T HoAth #0344
i PR | L5 (AR 22 R T2 R BB 5 2.
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Table 1  Commonly used information and stock resource centers for Drosophila
£ % Name HAPZE Content 41k Website

RIS B LR AR

FlyBase

Integrated database of Drosophila information

http ;. //flybase.org/

Bloomington Drosophila Stocks LA TR SR AR RS http : //flystocks.bio.
Center, BDSC Comprehensive collection of Drosophila stocks indiana.edu/
ZRGPERY bR R R

Drosophila Genetic Resource Center, DGRC

Vienna Drosophila RNAi Center, VDRC RNAi Al Gald g

Comprehensive collection of Drosophila stocks

RNAi and Gal4 Drosophila

http : //www.dgre.kit.ac.jp/

http : //stockcenter.vdre.at/

2 7o RS SR A R R Al

1 A 5 B 2R i A & s ( Bloomington
Drosophila Stocks Center, BDSC) . 7. F 1986 4, %
Wl EE O TR B R R AL (R DL R WE ST
B PR Pl R A WP e B i R R AL S
(L BEA AR A AT AL B A T4l AR R (T P
A RAAR)  Gald 1 UAS H i LU Kz RNAi S i
S 2018 AR Uk A A1 Y B0 S % b0 B
SRR R 70970 Fi, IFAE 2018 —4F ) 4Bk 1) SR b
WEFEH MBS T 222975 FRARE

H Hugo Bellen ,Roger Hoskins Fl Allan Spradling
Sl SR e S % S 1) SR e S R LB T2 ( Gene
Disruption Project, GDP) iy BDSC S 1 F8 a5 1
FETTHR . GDP 1 H bR e S W T A SR
5" s IR 7 A 500 bp 1430 R P4 A L DR 2 1A
[F1) 3 BEL VBT 22 5 A ) ZH B8 , B0 D 18 i A 56 48 2 Bl
NBEA 5 v AR A i DR B 2 A A4 A1 J s SR g
H T, SO IFE T 1% 58 P IR F 344 1) Minos #iAk IE
JH D8] BEL T SR 2 A5 AR F 3

3 ReggsEHFIERA DL

A 350 #8032 A O 2 2R i 5t 4% % 9 v o0
( Drosophila Genetic Resource Center, DGRC) 1% 3. F
1999 4F, et +JLAFRY AR, DGRC B B BAT A Y
FUAS R ] Pt SR A 2 bl AT SR SR MR 45 . P
T4 AR | Gald Sl GFP ZOGHE 1A
bt MARCM Sl FRT I FLP SRUEAE, REAFE ) 4
BRIV SRR 5T 5 PR A 0 R 1T 10000 PR, [RIEZ
HUC L) TR SR R R SR 2 4P A B R A T
Ko BETZH.GE 540 5 PR SR 2R O RIS
VB, BT SEHL T SRR IR Tm AT

4 B#F] RNAi Rigdhi

VA A 4E 40 RNAD 2R W P .0 ( Vienna
Drosophila RNAi Center, VDRC) {37, F 2007 4F, 1E
R — AR ARPE ) R e H BT 45 ek
(SRR I SE & B AL JE R RNAT SR gm0 B4
BRIY 2500 AW P %26 T R 130 5 B RNAG
g, BIHACA IR, %90 RNA SRBEC A I 12671
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AR L (B P AR Y 91% ) , K
Iy H SRR AT LA VDRC 384532 T — 1A RNAI
PEF , VDRC RNAi SMBARYE e A SR da 5L PR 2 rh iy
FARAE, 752K GD JE (GD library) #1 KK JE (KK
library) PRASSR U, GD FEZE 35 T 11292 A~FE [, X
L8 RNAI BRREET P 7 2R 09 Bl LA A T3R5
KK TG T 9646 NFEH | X Eepk R I T phiC31 3K,
R SR A RS . A 2012 4R, VDRC o iF

FRAPMEIET phiC31 #AKFTH Y Gald i, H
AT AL Gald SR E L 8000 #k

5 RBHEMAR FAHEEZTR

SR AR | PR BAK 4 L R RNAL SO
cDNA F1 ORF 32 f 45 2 R it 53 3 5 i 55 44
b, XS R AT DU i R R AT A 9 AR
o wHRRE L, WK 2,

R2 WM R ORI BTIR

Table 2 Commonly used cell lines and plasmid vector resources for Drosophila

K Name

FEAR N Z Content

41k Website

WA FR ORI K  cDNA 1 ORF 32 k4%

Drosophila Genetic Resource Center, DGRC

Drosophila RNAi Screening Center, DRSC

DEF/HCC DNA Resource Core

Drosophila cell lines plasmid vectors, ¢cDNA and ORF cloning
AU AR A RNAG SO

RNAI library of Drosophila cell lines

JFURLZR AR Plasmid vectors

https : //dgre.cgb.indiana.edu/

http : //www.flyrnai.org/

http : //plasmid.med. harvard.edu/
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